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Abstract: Coxsackievirus A4 (CVA4), a member of human enterovirus A, has emerged from a sporadic pathogen to an important
causative agent of localized outbreaks. CVA4 infection is associated not only with common pediatric diseases such as hand, foot
and mouth disease (HFMD) and herpangina (HA), but also with type 1 diabetes and rare neurological and cardiovascular
syndromes. Currently, there are no vaccines or antiviral drugs available against CVA4 on the market. This review summarizes the
latest research progress regarding CVA4, including its etiological characteristics, epidemiology, clinical diseases, laboratory
diagnostics, and advances in vaccines and antiviral drugs. The insights aim to provide a reference for enhancing surveillance,

evidence—based prevention, and identifying key research directions.
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